Figure S3. BLASTN search results showing that promoter sequences (queries) hit unrelated cDNA
sequences (subjects). In a subject, splice junctions, indicated by triangles, suggest that the promoter was
generated by a retrotransposition of the subject cDNA. In the case of D, however, its retrotransposition
event was validated by polyadenylation. The polyadenylation signal and poly(A) tail of the COX7C
mRNA are underscored. TSSs that are written in uppercase reside at position 101 in queries. The

promoter number in a gene designated in DBTSS is shown following a sharp sign, e.g. #3.



Query:
Sbjct:

Q: 2

S: 482
Q: 59
S: 542
Q: 119
S: 602
Q: 179
S: 662
Q: 239
S: 722
Q: 299

S: 782

NM_000534 PMS1 #3 on chr2
NM_198066 GNPNAT1 on chrl4

atatgaagaaatctggggatta---tgttacagttgtagaagatgtgactctaggacaga
FLEEEEEErrrrrrrrrrrrl FEErrrrrrrrrrrrerrrrrttt e e
atatgaagaaatctggggattattatgttacagttgtagaagatgtgactctaggacaga

ttgttgctacagcaactctgataatagaacataaattcatccAttcctgtgctaagagag

Lreeeeeerr-reeeeerrert tererrrrrrrrrrrrr et ettt e e

ttgttgctacggcaactctgattatagaacataaattcatccattcctgtgctaagagag
A

taagagtagaagatgttgtcgttagtgatgaatgcagaggaaagcagctcggctaattgt
Leeeeeererrrererer - rererrrrrrrrrrrrrrrrrrerrrrrr rer rrrre
gaagagtagaagatgttgttgttagtgatgaatgcagaggaaagcagcttggcaaattgt
A

tagtatcaacccttactttgctaagcaagaaactgaactgttacaagattacccttgaat
LEoreeeerrrrrereerrerrerrt et ettt e
tattatcaacccttactttgctaagcaagaaactgaactgttacaagattacccttgaat

gtctaccacaaaatgttggtttctataaaaagtttggatatactgtatctgaagaaaact
Lreeeeeerrrrrereereerretrt ettt e e
gtctaccacaaaatgttggtttctataaaaagtttggatatactgtatctgaagaaaact

aca 301
[ 1]
aca 784

541

118

001

178

661

238

721

298

781



Query:
Sbjct:

Q: 24

S: 227
Q: 84

S: 287
Q: 144
S: 347
Q: 204
S: 407
Q: 204

S: 467

NM_178580 HM 13 #2 on chr20
NM_014060 MCTS1 on chrX

ttccctgttgtcgecccgcttcaccctggatcatgttcaagaagtttgatgaaaaggaaag

Leeeee coreeeerrreerrrt terrrrrrrrrrrrerr rrrrrrrrr e ree

ttccctatcgtcgecccccttcaccttggatcatgttcaagaaatttgatgaaaaagaaaa
A

tgtgtccaactgcatccAgttgaaaacgtcagttattaagggcattaagagccaactggt
T T I I O A
tgtgtccaactgcatccagttgaaaacttcagttattaagggtattaagaatcaattgat

agagcaatttccaggtattgaaccatggcttaatcaaatcatgcctaagaaagatcctgt
Lreeeeeerrrrrereereerretrt ettt e e
agagcaatttccaggtattgaaccatggcttaatcaaatcatgcctaagaaagatcctgt

caaaatagtccgatgccacgaacatacagaaatccttaccgtaagtggggaattattgtt

T A O O O O O

caaaatagtccgatgccatgaacatatagaaatccttacagtaaatggagaattactctt
A

ttttagacaaagaaaggggcctttttgtccaactctaa 301
LEeeeeeerrerrr - rererrrtet trrrrr rerd
ttttagacaaagagaagggcctttttatccaaccctaa 504

286

143

346

203

406

263

466



C

Query: NM_001002292 GPR177 #2 on chrl
Sbjct: NM_022802 (TBPZ on chrl0

Q:
S:

1 atgcccatcctgaaagacctggccactgtggecttctgtgacgcgcagtccacgcaggaa 60
Leeeeeerrrrrer-reeeerrettrrrrrrrrrrrrrrrrrrrrrrr et rrrrrrr
1887 atgcccatcctgaaggacctggccactgtggcecttctgtgacgecgcagtcgacgcaggaa 1946

: 6l atccacgagaaggttctaa-cgaagccatgggtaccatgacGtaccacaccatcatcctc 119

: 1947 atccacgagaaggttctaaacgaagccgtgggcgccatgatgtaccacaccatcaccctc 2006
A

: 120 accagggaggacctagaaaagtttaaggccccgagagtgatcgtgcagataggcagtgge 179

: 2007 accagggaggacctggagaagttcaaggccctgagagtgatcgtgcggataggcagtgge 2066

: 180 tacgataacgtggacatcaaggctgccagcgagctcggaattgctgtgtgcaatatcccg 239

: 2067 tatgacaacgtggacatcaaggctgccggcgagctcggaattgccgtgtgcaacatcccg 2126
A

: 240 tctgcagccgtggaagagacaccggactctaccatctgccacatcctcaatctgtacc 297

: 2127 tctgcagccgtggaagagacagcggactctaccatctgeccacatcctcaacctgtacc 2184



Query:
Sbjct:

Q: 1

S: 200

S: 260
Q: 121
S: 320
Q: 181

S: 380

NM_006618 JARIDI1B #2 on chrl
NM_001867 (COX7C on chr5

actagctaagatgtgtttgtactttggatctgcgtttgctatacccttccttgtagtaag
Leeeeeeerrrrrereeeeerrerrrer et rrrrrrrrrrrrrrrr
actagctaagatgtgtttgtactttggatctgcatttgctacacccttccttgtagtaag

acaccaactgcttaaaacataagggtgtttcagttcctccAtttaacagatatgaagagt
Lreeeeeerrrreereeererrer terrrrrrrrrrrrr e ettt e e
acaccaactgcttaaaacataaggatgtttcagttcctccatttaacagatatgaagagc

attttaagaggtgcagcctctggaagtagatcaaactcgaactcatgtggcatgctagat
Leeeeeeerrrreereeeeereereer reeerrrer reeerrer rr rer rerr
attttaagaggtgcagcctctggaagtggatcaaactagaactcatatgccatactagat

atgtttgtcaataaacttatgatgtgaaaaaaaaaa 216

LEeeeeeerrrrrrerreeert terrrrrrrrrr

atgtttgtcaataaacttatgacgtgaaaaaaaaaa 415
A

259

120

319

180

379



Query:
Sbjct:

Q: 1
S: 171
Q: 61
S: 231
Q: 121
S: 291
Q: 179

S: 351

NM_017 852 NLRPZ #4 on chrl9
NM_021029 RPL36A on chrX

caaggattcttggtatgcccaggggaagtagtgttatgacaggaagcagagtggctatgg

Leeeeeeerr e eeeereet rerr rrrrrrrrrr ettt e e e e

caaggattctctgtacgcccagggaaagcggcgttatgacaggaagcagagtggctatgg
A

tgggcagactaagccgattttccggaaaaaggctaaaactAcaaagaagattgtgctaag

LEeeer creeeeereerrerertrter et ettt e e

tgggcaaactaagccgattttccggaaaaaggctaaaactacaaagaagattgtgctaag
A

gcttgagtgccttgagcccaactgcagatcta--agaatgctggctattaaaagatacaa
Leeeeeeerr-reeeeeererrerrrerreer ettt e e e re
gcttgagtgcgttgagcccaactgcagatctaagagaatgctggctattaaaagatgcaa

gc 180
Il
gc 352

230

120

290

178

350



Query:
Sbjct:

Q: 4
S: 284
Q: 64
S: 344
Q: 124
S: 404
Q: 184
S: 464
Q: 244

S: 524

NM_021947 SRR #3 on c hrl?7
NM_031157 HNRNPA1 on chrl?2

cacatatgccactgaggaggaggtggatgcagccacgaatgcaaggccacacaaggtgga
Lreeeeeererrrrreererrrrrre e ettt e e e
cacatatgccactgtggaggaggtggatgcagctatgaatgcaaggccacacaaggtgga

tggaagagttgtggaaccaaagagagctgtctcaagaGaagattctcaaagaccagatgce
Leeeeeeerrrreereeeeerrerrrer e reerrrrr et ettt e e e re
tggaagagttgtggaaccaaagagagctgtctccagagaigattctcaaagaccaggtgc

ccacttaactatggaaaagatatttgttggtggcattaacgaagacactgaagaatatca
Leeeeeeerrrereeerereerrrerrrrerrrrerr rerrrr et e e e rer
ccacttaactgtgaaaaagatatttgttggtggcattaaagaagacactgaagaacatca

cctaagtgattattttgaacagtatggaaaaactgaagtgattgaaatcatgactgacca
Leeeer creeeeeeeeerrrererre e rerrrrr ettt e ettt e e e
cctaagagattattttgaacagtatggaaaaattgaagtgattgaaatcatgactgaccg

63

343

123

403

183

463

243

523

aggcagtggcaagaaaaggggctttgcctttgtaacctttgatgatcatgactccgtg 301

aggcagtggcaagaaaaggggctttgcctttgtaacctttgacgaccatgactccgtg 581



Query:
Sbjct:

Q: 1

S: 406
Q: 61

S: 465
Q: 121
S: 525
Q: 181

S: 585

NM_181808 POLN #1 on chr4
NM_006620 HBS1L on chro

tcagctcagtggatttaatcaagctcgtttttattcatgccttgatcacatgagagaaag

Leeeeeeerrrrrerr-reereerreer reerrrrrrrrrrrr ettt rrrrer

tcagctcagtggatttgatcaagctcgtctttattcatgccttgatcacatgagagag-g
A

tacttggagatgctgtgccagatgaaatattgattgaatcAgttctgaagaacaagtttg
Leeeeeeerrrrrereeeeereerrrer e terrer rrrrrrr e e e e
tacttggagatgctgtgccagatgaaatattaattgaagcagttctgaagaacaagtttg

atgtgcagaagcctttgtcagaggttctggaacaagatagcatgtagaatttgaaggaca
Leeeeeeererreeeerrer reererrererrrrerer e rrr rrrrrrrrr
atgtgcagaaggctttgtcaggggttctggaacaagatagagtgcagagtttgaaggaca

agaatgagggaagagtatctacaggaaagatagcaaaagg 220

LEeeeeeer e rerrrrrrrtttr e rrrrrrrrrrnd

agaatgaggcaacagtatctacaggaaagatagcaaaagg 624
A

464

120

524

180

584



